
Table 1 The SSR primer pairs used for genetic diversity and detected alleles 

Primer Primer sequence (5'→3') Baijiao- 

laojing 

Yuelianggu Hongjiao- 

laojing 

Chujing26 Chujing27 Hexi22 Total 

RM84 F: taagggtccatccacaagatg 

R: ttgcaaatgcagctagagtac 

6 2 3 2 1 1 6 

RM14 F: ccgaggagaggagttcgac 

R: gtgccaatttcctcgaaaaa 

3 3 3 1 1 1 3 

RM211 F: ccgatctcatcaaccaactg 

R: cttcacgaggatctcaaagg 

2 2 1 3 1 1 3 

RM208 F: tctgcaagccttgtctgatg 

R: taagtcgatcattgtgtggacc 

3 5 3 1 1 3 5 

RM231 F: ccagattatttcctgaggtc 

R: cacttgcatagttctgcattg 

2 3 3 1 3 1 3 

RM16 F: cgctagggcagcatctaaa 

R: aacacagcaggtacgcgc 

2 4 1 2 1 1 4 

RM335 F: gtacacacccacatcgagaag 

R: gctctatgcgagtatccatgg 

5 4 5 1 2 3 5 

RM280 F: acacgatccactttgcgc 

R: tgtgtcttgagcagccagg 

6 4 5 1 2 1 6 

RM289 F: ttccatggcacacaagcc 

R: ctgtgcacgaacttccaaag 

1 2 2 1 1 1 2 

RM164 F: cttgcccgtcactgcagatatcc 

R:gcagccctaatgctacaattcttc 

3 3 3 1 1 3 3 

RM225 F: tgcccatatggtctggatg 

R: gaaagtggatcaggaaggc 

1 4 1 1 1 2 4 

RM253 F: tccttcaagagtgcaaaacc 

R: gcattgtcatgtcgaagcc 

2 2 2 1 2 1 2 

RM11 F: tctcctcttcccccgatc 

R: atagcgggcgaggcttag 

4 2 3 1 1 1 4 

RM234 F: acagtatccaaggccctgg 

R: cacgtgagacaaagacggag 

3 5 3 1 1 1 5 

RM25 F: ggaaagaatgatcttttcatgg 

R: ctaccatcaaaaccaatgttc 

3 6 3 1 2 1 6 

RM210 F: tcacattcggtggcattg 

R: cgaggatggttgttcacttg 

4 5 5 2 2 1 5 

RM219 F: cgtcggatgatgtaaagcct 

R: catatcggcattcgcctg 

3 3 5 1 1 1 5 

RM215 F: caaaatggagcagcaagagc 

R: tgagcacctccttctctgtag 

2 4 2 1 1 2 4 

RM222 F: cttaaatgggccatatgcg 

R: caaagcttccggccaaaag 

3 4 3 1 1 2 4 

 



Continuing table 1 
Primer Primer sequence (5'→3') Baijiao- 

laojing 

Yuelianggu Hongjiao- 

laojing 

Chujing26 Chujing27 Hexi22 Total 

RM228 F: ctggccattagtccttgg 

R: gcttgcggctctgcttac 

2 1 3 1 1 1 3 

RM206 F: cccatgcgtttaactattct 

R: cgttccatcgatccgtatgg 

6 6 11 1 1 2 11 

RM224 F: atcgatcgatcttcacgagg 

R: tgctataaaaggcattcggg 

2 3 2 1 2 4 4 

RM17 F: tgccctgttattttcttctctc 

R: ggtgatcctttcccatttca 

2 3 2 1 1 1 3 

RM19 F: caaaaacagagcagatgac 

R: ctcaagatggacgccaaga 

3 3 2 1 1 1 3 

Total - 73 83 76 29 32 37 103 

Mean - 2.7 3.8 3.9 0.8 1.2 1.7 4.7 

 


