Table 2 Digenic epistasis identified for rice grain size related traits in Ce253/NYZ F2 population
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Note: Main effect QTLs, identified at the threshold of LOD>2.5 in this study, involve in degenic interaction for the variation of rice grain size related traits; ® The percentage of phenotypic
variation of epistatic QTL explained; ® The additive effects of epistatic QTLs at position 1 and 2, respectively; ¢ The dominant effects of epistatic QTLs at postition 1 and 2, respectively; ¢ The
epistatic effects of two QTL positions in additive>additive model; fThe epistatic effects of two QTL positions in additive ><dominant model; ¢ The epistatic effects of two QTL positions in

domanint>additive model; " The epistatic effects of two QTL positions in domanint <dominant model.



